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ATU41339 1905 bp mRNA linear PLN 23-OCT-1996 

Arabidopsis thaliana ANT (AINTEGUMENTA) mRNA, complete cds . 
U41339 

U41339.1 GI:1244707 

Arabidopsis thaliana (thale cress) 
Arabidopsis thaliana 

Eukaryota; Viridiplantae ; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
rosids; eurosids II; Brassicales; Brassicaceae; Arabidopsis. 
1 (bases 1 to 1905) 

Elliott, R.C. , Betzner, A. S. , Huttner,E., Oakes,M.P., Tucker, W.Q., 
Gerentes,D., Perez, P. and Smyth, D.R. 

AINTEGUMENTA, an APETALA2-like gene of Arabidopsis with pleiotropic 

roles in ovule development and floral organ growth 

Plant Cell 8 (2), 155-168 (1996) 

96351414 

8742707 



gene 
CDS 



2 (bases 1 to 1905) 

Smyth, D.R. 

Direct Submission 

Submitted (27-NOV-1995) David Smyth, Genetics and Dev. Biology, 
Monash University, Wellington Road,. Clayton, VIC 3168, Australia 

Location/Qualifiers 

1. .1905 

/organism^" Arabidopsis thaliana" 
/mol_type="mRNA" 
/strain="Landsberg erecta" 
/db_xref ="taxon : 37 02 " 
/chromosome="4 " 
/map="between spt and cer-9" 
/tissue_type="f lower ; ovule" 
1..1905 

/ gene="AINTEGUMENTA" 
38. .1705 

/ gene="AINTEGUMENTA" 

/note="similar to APETALA2 protein encoded by GenBank 

Accession Number U12546" 

/codon_start=l 

/product ="ANT" 

/protein id=" AAB17 364 . 1 " 

/db_xref="GI : 1244708" 

/translation-"MKSFCDNDDNNHSNTTNLLGFSLSSNMMKMGGRGGREAIYSSST 
SSAATSSSSVPPQLVVGDNTSNFGVCYGSNPNGGIYSHMSVMPLRSDGSLCLMEALNR 
SSHSNHHQDSSPKVEDFFGTHHNNTSHKEAMDLSLDSLFYNTTHEPNTTTNFQEFFSF 
PQTRNHEEETRNYGNDPSLTHGGSFNVGVYGEFQQSLSLSMSPGSQSSCITGSHHHQQ 
NQNQNHQSQNHQQISEALVETSVGFETTTMAAAKKKRGQEDVVVVGQKQIVHRKSIDT 
FGQRTSQYRGVTRHRWTGRYEAHLWDNSFKKEGHSRKGRQVYLGGYDMEEKAARAYDL 
AALKYWG PSTHTNFS AEN YQKE I E DMKNMTRQE Y VAHLRRKS SG FS RGAS I YRGVTRH 
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HQHGRWQARIGRVAGNKDLYLGTFGTQEEAAEAYDVAAIKFRGTNAVTNFDITRYDVD 

RIMSSNTLLSGELARRNNNSIVVRNTEDQTALNAVVEGGSNKEVSTPERLLSFPAIFA 

LPQVNQKMFGSNMGGNMSPWTSNPNAELKTVALTLPQMPVFAAWADS" 
misc feature 878. .1108 

/gene="AINTEGUMENTA" 

/note="encodes first AP2 domain" 
misc feature 1184. .1391 

/gene="AINTEGUMENTA" 

/note="ecodes second AP2 domain" 

ORIGIN 

1 atagaaagaa gagaagcaga aaccaaaaaa agaaaccatg aagtcttttt gtgataatga 
61 tgataataat catagcaaca cgactaattt gttagggttc tcattgtctt caaatatgat 
121 gaaaatggga ggtagaggag gtagagaagc tatttactca tcttcaactt cttcagctgc 
181 aacttcttct tcttctgttc cacctcaact tgttgttggt gacaacacta gcaactttgg 
241 tgtttgctat ggatctaacc caaatggagg aatctattct cacatgtctg tgatgccact 
301 cagatctgat ggttctcttt gcttaatgga agctctcaac agatcttctc actcgaatca 
361 ccatcaagat tcatctccaa aggtggagga tttctttggg acccatcaca acaacacaag 
421 tcacaaagaa gccatggatc ttagcttaga tagtttattc tacaacacca ctcatgagcc 
481 caacacgact acaaactttc aagagttctt tagcttccct caaaccagaa accatgagga 
541 agaaactaga aattacggga atgaccctag tttgacacat ggagggtctt ttaatgtagg 
601 ggtatatggg gaatttcaac agtcactgag cttatccatg agccctgggt cacaatctag 
661 ctgcatcact ggctctcacc accaccaaca aaaccaaaac caaaaccacc aaagccaaaa 
721 ccaccagcag atctctgaag ctcttgtgga gacaagcgtt gggtttgaga cgacgacaat 
781 ggcggctgcg aagaagaaga ggggacaaga ggatgttgta gttgttggtc agaaacagat 
841 tgttcataga aaatctatcg atacttttgg acaacgaact tctcaatacc gaggcgttac 
901 aagacataga tggactggta gatatgaagc tcatctatgg gacaatagtt tcaagaagga 
961 aggtcacagt agaaaaggaa gacaagttta tctgggaggt tatgatatgg aggagaaagc 
1021 tgctcgagca tatgatcttg ctgcactcaa gtactggggt ccctctactc acaccaattt 
1081 ctctgcggag aattatcaga aagagattga agacatgaag aacatgacta gacaagaata 
1141 tgttgcacat ttgagaagga agagcagtgg tttctctagg ggtgcttcca tctatagagg 
1201 agtcacaaga catcaccagc atggaaggtg gcaagcacgg attggtagag tcgctggaaa 
1261 caaagatctc taccttggaa cttttggaac ccaagaagaa gctgcagaag cttacgatgt 
1321 agcagcaatt aagttccgtg gcacaaatgc tgtgactaac tttgatatca cgaggtacga 
1381 tgttgatcgt atcatgtcta gtaacacact cttgtctgga gagttagcgc gaaggaacaa 
1441 caacagcatt gtcgtcagga atactgaaga ccaaaccgct ctaaatgctg ttgtggaagg 
1501 tggttccaac aaagaagtca gtactcccga gagactcttg agttttccgg cgattttcgc 
1561 gttgcctcaa gttaatcaaa agatgttcgg atcaaatatg ggcggaaata tgagtccttg 
1621 gacatcaaac cctaatgctg agcttaagac cgtcgctctt actttgcctc agatgccggt 
1681 tttcgctgct tgggctgatt cttgatcaac ttcaatgact aactctggtt ttcttggttt 
1741 agttgctaag tgttttggtt tatctccggt tttatccggt ttgaactaca attcggttta 
1801 gtttcgtcgg tataaatagt atttgcttag gagcggtata tgtttctttt gagtagtatt 



// 



1861 catgtgaaac agaatgaatc tctctataac atattatttt aatgg 
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